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Exons 
1-10 

atgcagaggtcgcctctggaaaaggccagcgttgtctccaaactttttttcagctggaccagaccaattttgaggaaag 
gatacagacagcgcctggaattgtcagacatataccaaatcccttctgttgattctgctgacaatctatctgaaaaatt 
ggaaagagaatgggatagagagctggcttcaaagaaaaatcctaaactcattaatgcccttcggcgatgttttttctgg 
agatttatgttctatggaatctttttatatttaggggaagtcaccaaagcagtacagcctctcttactgggaagaatca 
tagcttcctatgacccggataacaaggaggaacgctctatcgcgatttatgtaggcataggcttatgccttctctttat 
tgtgaggacactgctcctacacccagccatttttggccttcatcacattggaatgcagatgagaatagctatgtttagt 
ttgatttataagaagactttaaagctgtcaagccgtgttctagataaaataagtattggacaacttgttagtctccttt 
ccaacaacctgaacaaatttgatgaaggacttgcattggcacatttcgtgtggatcgctcctttgcaagtggcactcct 
catggggctaatctgggagttgttacaggcgtctgccttctgtggacttggtttcctgatagtccttgccctttttcag 
gctgggctagggagaatgatgatgaagtacagagatcagagagctgggaagatcagtgaaagacttgtgattacctcag 
aaatgatcgagaacatccaatctgttaaggcatactgctgggaagaagcaatggaaaaaatgattgaaaacttaagaca 
aacagaactgaaactgactcggaaggcagcctatgtgagatacttcaatagctcagccttcttcttctcagggttcttt 
gtggtgtttttatctgtgcttccctatgcactaatcaaaggaatcatcctccggaaaatattcaccaccatctcattct 
gcattgttctgcgcatggcggtcactcggcaatttccctgggctgtacaaacatggtatgactctcttggagcaataaa 
caaaatacaggatttcttacaaaagcaagaatataagacattggaatataacttaacgactacagaagtagtgatggag 
mtgtmcagccttctgggaggagggattto;ggmttatttgagamgcaamcaamcaataacaatagaaaaactt 
ctaatggtgatgacagcctcttcttcagtaatttctcacttcttggtactcctgtcctgaaagatattaatttcaagat 

AGAAAGAGGACAGTTGTTGGCGGTTGCTGGATCCACTGGAGCAGGCMGAOGA^TGCTCATGATGATCATGGGCGAG 

TTAC MOMST GAAGGCMGATCAMCAnCCGG^^ 

CCATCAAGGAGMCATAATCrrgXJOGTCAmAOJAaA^ 

GGAG 

Trans-spl icing domain 

GTAAGATATCACCGATATGTGTCTAACCTGATTCGGGCCTTCGATACGCTAAGATCCACCGG 

TCAAAAAGTTTTCACATAATTTCTTACCTCTTCTTGAATTCATGCTTTGATGACGCTTCTGTATCTATATTCATCATTG 

GAAACACCAATGATATTTTCTTTAATGGTGCCTGGCATAATCCTGGAAAACTGATAACACAATGAAATTCTTCCACTGT 

GCTTAATTTTACCCTCTGAATTCTCCATTTCTCCCATAATCATCATTACAACTGAACTCTGGAAATAAAACCCATCATT 

ATTAACTCATTATCAAATCACGCT 



FIG.42 
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Trans-spl icing domain 

AATAATGACGAAGCCGCCCCTCACGCTCAGGATTCACTTGCCCTCCAATTATCATCCTAAGCAGAAGTGTATATTCTTA 
TTTGTAAAGATTCTATTAACTCATTTGATTCAAAATATTTAAAATACTTCCTGTTTCACCTACTCTGCTATGCACCCGC 
GGAACATTATTATAACGTTGCTCGAATACTAACTGGTACCTCTTCTTTTTTTTTTGATATCCTGCAG 
Exons 10-24 

ACTTCACTTCTAATGATGATTATGGGAGAACTGGAGCCTTCAGAGGGTAAAATTAAGCACAGTGGAAGAATTTCATTCT 
GTTCTCAGTTTTCCTGGATTATGCCTGGCACCATTAAAGAAAATATCATCTTTGGTGTTTCCTATGATGAATATAGATA 
CAGAAGCG TCATCAAAGCATGCCAACTAGAAGAGGACATCTCCAAGT T TGCAGAG AAAGACAATAT AG T TC T TGGAG AA 
GGTGGAATCACACTGAGTGGAGGTCAACGAGCAAGAATTTCTTTAGCAAGAGCAGTATACAAAGATGCTGATTTGTATT 
TATTAGACTCTCCTTTTGGATACCTAGATGTTTTAACAGAAAAAGAAATATTTGAAAGCTGTGTCTGTAAACTGATGGC 
TAACAAAACTAGGATTTTGGTCACTTCTAAAATGGAACATTTAAAGAAAGCTGACAAAATATTAATTTTGCATGAAGGT 
AGCAGCTATTTTTATGGGACATTTTCAGAACTCCAAAATCTACAGCCAGACTTTAGCTCAAAACTCATGGGATGTGATT 
CTTTCGACCAATTTAGTGCAGAAAGAAGAAATTCAATCCTAACTGAGACCTTACACCGTTTCTCATTAGAAGGAGATGC 
TCCTGTCTCCTGGACAGAAACAAAAAAACAATGTTTTAAACAGACTGGAGAGTTTGGGGAAAAAAGGAAGMTTCTATT 
CTCAATCCAATCAACTCTATACGAAAATTTTCCATTGTGCAAAAGACTCCCTTACAAATGAATGGCATCGAAGAGGATT 
CTGATGAGCCTTTAGAGAGAAGGCTGTCCTTAGTACCAGATTCTGAGCAGGGAGAGGCGATACTGCCTCGCATCAGCGT 
GATCAGCACTGGCCCCACGCTTCAGGCACGAAGGAGGCAGTCTGTCCTGAACCTGATGACACACTCAGTTAACCAAGGT 
CAGAACATTCACCGAAAGACMCAGCAJCCACAtEA^ 

TATATTCAAGAAGGTTATCTCAAGAAACTGGCTTGGAAATAAGTGAAGAAATTAACGAAGAAGACTTAAAGGAGTGCTT 
TTTTGATGATATGGAGAGCATACCAGCAGTGACTACATGGAACACATACCTTCGATATATTACTGTCCACAAGAGCTTA 
ATTTTTGTGCTAATTTGGTGCTTAGTAATTTTTCTGGCAGAGGTGGCTGCTTCTTTGGTTGTGCTGTGGCTCCTTGGAA 
ACACTCCTCTTCAAGACAAAGGGAATAGTACTCATAGTAGAAATAACAGCTATGCAGTGATTATCACCAGCACCAGTTC 
GTATTATGTGTTTTACATTTACGTGGGAGTAGCCGACACTTTGCTTGCTATGGGATTCTTCAGAGGTCTACCACTGGTG 
CATACTCTAATCACAGTGTCGAAAATTTTACACCACAAAATGTTACATTCTGTTCTTCAAGCACCTATGTCAACCCTCA 
ACACGTTGAAAGCAGGTGGGATTCTTAATAGATTCTCCAAAGATATAGCAATTTTGGATGACCTTCTGCCTCTTACCAT 
ATTTGACTTCATCCAGTTGTTATTAATTGTGATTGGAGCTATAGCAGTTGTCGCAGTTTTACAACCCTACATCTTTGTT 
GCAACAGTGCCAGTGATAGTGGCTTTTATTATGTTGAGAGCATATTTCCTCCAAACCTCACAGCAACTCAAACAACTGG 
AATCTGAAGGCAGGAGTCCAATTTTCACTCATCTTGTTACAAGCTTAAAAGGACTATGGACACTTCGTGCCTTCGGACG 
GCAGCCTTACTTTGAAACTCTGTTCCACAAAGCTCTGAATTTACATACTGCCAACTGGTTCTTGTACCTGTCAACACTG 
CGCTGGTTCCAAATGAGAATAGAAATG AT T TTTG TCATCT TCTTCATTGCTGT TACCTTCAT TTCCAT T TT AACAACAG 
GAGAAGGAGAAGGAAGAGTTGGTATTATCCTGACTTTAGCCATGAATATCATGAGTACATTGCAGTGGGCTGTAAACTC 
CAGCATAGATGTGGATAGCTTGATGCGATCTGTGAGCCGAGTCTTTAAGTTCATTGACATGCCAACAGAAGGTAAACCT 
ACCAAGTCAACCAAACCATACAAGAATGGCCAACTCTCGAAAGTTATGATTATTGAGAATTCACACGTGAAGAAAGATG 
ACATCTGGCCCTCAGGGGGCCAAATGACTGTCAAAGATCTCACAGCAAAATACACAGAAGGTGGAAATGCCATATTAGA 
GAACATTTCCTTCTCAATAAGTCCTGGCCAGAGGGTGGGCCTCTTGGGAAGAACTGGATCAGGGAAGAGTACTTTGTTA 
TCAGCTTTTTTGAGACTACTGAACACTGAAGGAGAAATCCAGATCGATGGTGTGTCTTGGGATTCAATAACTTTGCAAC 
AGTGGAGGAAAGCCTTTGGAGTGATACCACAGAAAGTATTTATTTTTTCTGGAACATTTAGAAAAAACTTGGATCCCTA 
TGAACAGTGGAGTGATCAAGAAATATGGAAAGTTGCAGATGAGGTTGGGCTCAGATCTGTGATAGAACAGTTTCCTGGG 
AAGCTTGACTTTGTCCTTGTGGATGGGGGCTGTGTCCTAAGCCATGGCCACAAGCAGTTGATGTGCTTGGCTAGATCTG 
TTCTCAGTAAGGCGAAGATCTTGCTGCTTGATGAACCCAGTGCTCATTTGGATCCAGTAACATACCAAATAATTAGAAG 
AACTCTAAAACAAGCATTTGCTGATTGCACAGTAATTCTCTGTGAACACAGGATAGAAGCAATGCTGGAATGCCAACAA 
TTTTTGGTCATAGAAGAGAACAAAGTGCGGCAGTACGATTCCATCCAGAAACTGCTGAACGAGAGGAGCCTCTTCCGGC 
AAGCCATCAGCCCCTCCGACAGGGTGAAGCTCTTTCCCCACCGGAACTCAAGCAAGTGCAAGTCTAAGCCCCAGATTGC 

Histidine tog Stop 

TGCTCTGAAAGAGGAGACAGAAGAAGAGGTGCAAGATACAAGGCTTCATCATCATCATCATCATTAG 

FIG.43B 



